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CGGCACGAGGGCATGGGGCGGCTGGTTCTG 
1 MGRLVLLWGAAVFLLG 16 



1 CGGCACGAGGGCATGGGGCGGCTGGTTCTGCTGTGGGGAGCTC 6 0 



61 GGCTGGATGGCTTTGGGGCAAGGAGGAGCAGCAGAAGGAGTACAGA 120 

17GWMALGQGGAAEGVQIQIIY 36 

121 TTCAATTTAGAAACCGTGCAGGTGACATGGAATGC 180 

37FNLETVQVTWNASKYSRTNL 56 



181 ACTTTCCACTACAGATTCAACGGTGATGAGGCCTATGACCAGT^ 240 
57TFHYRFNGDEAYDQCTNYLL 76 



241 caggaaggtcacacttcggggtgcctc^ 300 

77QEGHTSGCLLDAEQRDDILY 96 

301 ttctccatcaggaatgggacgcaccccgttttcaccg^ 360 

97FSIRNGTHPVFTASRWMVYY 116 

361 ctgaaacccagttccccgaagcacgtgagattttcgtggcai^ 420 

117LKPSSPKHVRFSWHQDAVTV 136. 



421 acgtgttctgacctgtcctacggggatctcctctatgaggttcagta^ 480 

137TCSDLSYGDLLYEVQYRSPF 156 



481 GACACCGAGTGGCAGTCCAAACAGGAAAATACCTGCAACGTCACCATAGAAGGCTTGGAT 540 

157DTEWQSKQENTCNVTIEGLD 176 

541 GCCGAGAAGTGTTACTCTTTCTGGGTCAGGGTGAAGGCTATGGA 600 

177AEKCYSFWVRVKAMEDVYGP 196 

601 GACAC ATACCCAAGCGAC TGGTC AGAGGTGACATGC TGGC AGAGAGGC GAGATTC GGGAT 660 

197DTYPSDWSEVTCWQRGEIRD 216 

* 

661 GCCTGTGCAGAGACACCAACGCCTCCCAAACCAAAGCTGTCCAAATTTATTCT 720 

217ACAETPTPPKPKLSKFILIS 236 



721 AGCCTGGCCATCCTTCTGATGGTGTCTCTCCTCCTTCTGTCTO 780 



237 SLAILLMVSL 



LLLSLWKLWR 256 



781 GTGAAGAAGTTTCTCATTCCCAGCGTGCCAGACCCGAAATC 840 
257 VKKFLIPSVPDPKS IFPGLF 276 



841 GAGATACACCT^GGGAACTTCCAGGAGTGGATCACAGACACCCA 90 0 
277 EI HQGNFQEWI TDTQNVAHL 296 
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901 CACAAGATGGCAGGTGCAGAGCAAGAAAGTGGCCCCGAGGAGCCCCTGGTAGTCCAGTTG 960 

297 HKMAGAEQESGPEEPLVVQL 3l 6 

961 GCOUU»CW5NW3CC^^ i 020 

AKTEAESPRMLDPQTEEKEA 336 

1021 TCTGGGGGATCCCTCCAGCTTra^ 108Q 



337 SGGSLQLPH 



QPLQGGDVVTI 356 



1081 GGGGGCTTCACCTTTGTGATGAATGACCGCTCCTACGTGGCGTTGTGATGGACA<^CCAC 1140 
357 GGFTFVMNDRSYVAL* 372 



1141 TGTCAAAGTCAACGTCAGGATCCACGTTGACATTTAAAGACAGAGGGGACTGTCCCGGGG 



1200 



1201 ACTCCACACCACCATGGATGGGAAGTCTCCACGCCAATGA^ 12 



60 



1261 GAAGACCCAGCCTCACCGCCTAATGCGGCCACTGCCCTGC 



TAACTTTCCCCCACATGAGT 1320 



1321 CTCTGTCTTCAAAGGCTTGATGGCAGATGGGAGCCAAT^TCCAGGAGAmACTCCCA 1380 

1381 GTTCCTTTTCGTGCCTGAACGTTGTCACATAAACCCCAAGGCAGCACGTCCAAAATGCTG 1440 

1441 TAAAACCATCTTCCCACTCTGTGAGTCCCCAGTTCCGTCCATGTACCTGITCCATAGCAT 1500 

1501 TGGATTCTCGGAGGATTTTTTGTCTGTTTTCAGACTCC^A^ 1560 
1561 AAAAAAAAAAAAA 1573 
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